: Setbp1 expression in primary colonies formed by hematopoietic stem and progenitor cells transduced by wild-type or mutant Setbp1 virus. Top panel, real-time RT-PCR analysis of Setbp1 mRNA levels in total RNA from primary colony cells generated by 5-FU-treated mouse bone marrow progenitors transduced by indicated pMYs viruses expressing wildtype or mutant Setbp1. Relative expression levels were calculated by normalizing to β-Actin mRNA levels in the same sample and also levels in cells infected by wild-type Setbp1 virus. The mean and SD of each relative expression level is shown. Lower panels, representative Western blotting analysis of Setbp1 and β-Actin protein levels in the same cells as in the upper panel. Relative levels of Setbp1 protein in each sample after normalizing to β-Actin protein levels are indicated. Protein bands were quantified using Quantity One data analysis software (Bio-Rad). Note that cells infected by wild-type Setbp1 virus have significantly higher Setbp1 mRNA levels but lower Setbp1 protein levels than the other two groups, suggesting that wild-type Setbp1 protein is less stable than its missense mutants.

